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Abstract
The recent COVID-19 pandemic shows the limitation of the conventional vaccination which uses an antigen such as peptide,

recombinant protein or attenuated virus... The genetic immunization based on in vivo transfection of RNA or DNA gave a strong and
consistent response. These simple and efficient approaches share a common point, the antigen is displayed conformationally to the
immune system due to the in-vivo expression of native antigens. Since few years, Covalab has developed its own technology for DNA
immunization which was applied to tumor antigens for a proof of concept (1). Then improved technology was used to develop
antibodies against SARS-CoV-2 proteins (S, RBD, N, M and E). The easy-to-use method do not require any specific material such as
gene gun or electroporator allowing its application to various animals (mouse, rat, rabbit, ship, goat, lama, ...). In Different
comparative immunization studies using DNA versus recombinant protein (standard method), the DNA immunization showed a faster
immune response, a better ratio 1gG/IgM and high affinity and specificity of the antibodies. Thanks to its novel DNA-immunization
technology Covalab has now one potent neutralizing antibody (nAb) which is currently in preclinical validation against all the variants

(1). Dubuisson et al. Generation and characterization of novel anti-DR4 and anti-DR5 antibodies developed by genetic immunization. Cell Death Dis. 2019 Feb 4)
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